BEXEWH AR /Beyotime Biotechnology
ITE#R4%: 400-1683301800-8283301
iT#%e-mail: order@beyotime.com
BEARZM: info@beyotime.com
ME: http://www.beyotime.com

\Qn%%k

“s1" Beyotime

Human SART1 qPCR Primer Pair

7 S e AR (2ES
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FEamiE T
» Human SART1 qPCR Primer Pair, HIASART1 qPCR5I¥/xt, LZMTHETSYBR GreenfJqPCR. One-Step qRT-PCRE

>

semi-quantitative PCR, A5 [¥IATSERit. SidqPCREIE, FRAFIYIX,
gPCR (Quantitative PCR)BIE&PCR, WFRELH % E BPCRE LM &£ B PCR (Real-time quantitative PCR). SZHfPCR
(Real-time PCR), /2—F{EDNAY R IIEFEF, PABOLEBNEF DI RATHE RN (PCR)EREF=YEEN L, qPCRE
FRIFRN T 2 SYBR GreenZ i Y RHEMIREH %, SYBR GreenZud ekl AH AL, IER R AIDNALE &Yk
SYBR Green&s AU PCRISFEHFIRFIPCRY /=) ; MitRETi%(Probe method), WHE#F A TagManiRErE, MERYE LS
L, TR IR SRR AR K EE A (Quencher) ARIE I DNATREHE MU I PCRAGIY B AR 741 (1,2]0

X TFSYBR Green¥GuklsE, FIMEXREL, REFSIWF-HRABARIFENGIEHERE, ME TSR, R4
f, V8RR, S _RIATERLERK, qPCREGEREE; RRF|5IN—MBERESSMNE T (Span exon junctions), & 1%
ERNHADNA (gDNA)WYH[3,4]; RRFINEIWr=RIEEEE, JUFEE TITE ARVNRER; 51N TmEL60°C, KZ4L
I =Y (Amplicon) UK EZ190-160bp, R = KRIETRALE A& ME 5@ G Y2 & (Primer Panel/Primer Array),

AP ATIRGE TR, S8 & ER51% (Forward primer, AR _EH7519)f 7519 (Reverse primer, thFR RilF5(4) %
1nmol, ##2nmol, ~&EEEES(Nuclease-free), HFEMMA400plfBAKIAMRK2.5uM each, BRI, 1%20ulsk25ulikZ
R2ul51Y, AF=&EE R DA T200/RgPCRE S,
Gene Information

Gene Name spliceosome associated factor 1, recruiter of U4/U6.U5 tri-snRNP
Gene Symbol SART1
Synonyms HAF; Aral; HOMS]1; Snu66; SART1259; SNRNP110
Organism Human
Gene ID 9092
UniProt ID 043290

Main Accession No. NM_005146
NM_005146, NM_005146.1, NM_005146.2, NM_005146.3, NM_005146.4, BC001058,
BC018607, BM668558, BM693243, BT006637, BX648500, NM_005146.5
Map Location 11q13.1

Pathway -
This gene encodes two proteins, the SART1(800) protein expressed in the nucleus of the
majority of proliferating cells, and the SART1(259) protein expressed in the cytosol of
epithelial cancers. The SART1(259) protein is translated by the mechanism of -1
frameshifting during posttranscriptional regulation; its full-length sequence is not
published yet. The two encoded proteins are thought to be involved in the regulation of
proliferation. Both proteins have tumor-rejection antigens. The SART1(259) protein
possesses tumor epitopes capable of inducing HLA-A2402-restricted cytotoxic T
lymphocytes in cancer patients. This SART1(259) antigen may be useful in specific
immunotherapy for cancer patients and may serve as a paradigmatic tool for the
diagnosis and treatment of patients with atopy. The SART1(259) protein is found to be
essential for the recruitment of the tri-snRNP to the pre-spliceosome in the spliceosome
assembly pathway. [provided by RefSeq, Jul 2008]

Other Accession No.

Gene Summary

Amplicon Information

Amplicon Length (bp) | 95
NCBI mRNA ID NM_005146.5
NCBI Protein ID NP_005137.1




Ensembl Transcript ID | ENST00000312397.10

Ensembl Gene ID ENSG00000175467.15

Ensembl mRNA ID SART1-201
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PCRY™ P B ] RE RN K ) e 17 1E 2 M BT A A P 22 5
BIRARRIN 51 R AR 4F, (B BGHAT AR RN Z(Melt curve) 7347 DARRZES 8 S M AR 1. AR IUE — Mgt

2R (Ot B IR IR R EEDNAF I TmfH), WA~ —r=4); RSERhZ BN, Zlgsizigile, mJRe2s5Y)
CRASARR R, FAERLRADNATGR, W RIS R, B E AR SEAR A (No template control, NTC),
B REAR Z P L & BRI DAINII R R R EHL 73, ARAEAE S FLRI TC RO IR AL R h £k 22 5%, AT IR R A EAES W) —RIARHE
HUAERE S PR I
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R NARRIEAEY =155, ARG R gPCR Mix,
A7 AR T LA BRI, AR TIRKISHEIaTT, AMEATRMEE M, MR EEEEN.
NTIERZERGERE, EFRRIRFR R TERE,

ERAE:
1. PCRIZMIAZRMLLE:

a.

d.

e.

FFIEA G, 3000-8000 X gBula 14354, DABGFF I 51V FRr 8L, BB MA400ulBAiK, SEEiFEFEERSER, &
JE BLHLIE B TLRD, JF 85 ERRITIRS), B153400ul 2.5uM eachfPrimer Mix, 47K {# F BeyoPure™
Ultrapure Water (DNase/RNase-Free, Sterile) (ST876),

Rl iR IR S PCR I M T R I 25 FA . SYBR Green qPCR Mix T2 Rl H RS G B Tkin Lk &M, HE#E
BeyoFast™ SYBR Green qPCR Mix (2X) (D7260/D7262/D7265). BeyoFast™ SYBR Green One-Step qRT-PCR Kit
(D7268). BeyoFast™ SYBR Green qPCR Mix (2X, Fii54%) (D7501/D7503/D7507)8(BeyoFast™ SYBR Green One-Step
qRT-PCR Kit (Bji54%)) (D7509),

2% FRAEERSKA FZREPCRRMAKER, PL6fLEFIBeyoFast™ SYBR Green qPCR Mix (2X) i,

Reagent Volume for One PCR Reaction
SYBR Green qPCR Mix (2X) 10ul
Primer Mix (2.5uM each) 2ul
Template DNA 2ul
RNase-Free Water 6ul
Total Volume 20ul

L BEIIVNLIRE0.2-0.5uM eachi FIERTF REFIVRTIZR, WATHRIBIEIAE0.1-1.0uM eachitiFElNIA%ES M4
W,

H2: EHEDNABRNELAL-10ng cDNAKASEHE, FARYRIBRESENENERELEORE, rE8%, aimkK
AR B AR TR MR, DA E AR &, RT-PCRIR MWASZIMCDNAE B/ NEMRE, HmERE i
PCRR R ARI10%,

W3 9L IR RAA R 920], AT DURIBSERRSER 7R oK, F& LBl Reigs/ MR MR R,

H4: ARG E AR A,

BB RREUATIRS 8 M VortexiR S, ZRELOHFD, HERAERRTEIR, #HEMHBeyoFuge™ BB HFLAR &Ll
(FEE, 2500rpm) (E6758) A THIEE L,

KL BEIFHIPCRR M E K PCRR MARE TR N ERPCRIN L, FiaEEPCRRI,

2. PCRIRMFEF:
fEReal-time PCRN AiHEATHRARAITAAS M, W IEE NI5°C 204, B4 GOHRMIE Y iE K MIZE5-100 8, AR5
ABI QuantStudio™ 6 FlexZZ Yt EPCR{CHHA:

a.

S
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WA 95°C 24341,

AP 95°C 15%);

JBK/HEM: 60°C 15-30FD;

EHEH BN Be, BILA0NMER;
YafRah £ 4T (ATi%) . 95°C 15%D, 60°C 15%D, 95°C 15FD;
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f. FERAZOEE |RPCRIEGRHEATR A AL R,
E: DLERBENERQPCRR MRS, NHESH, LR AFERNR, 5IWFNEAARTS R, FRESNR. 517, BIA
BRI E B ML 6, HRUE ELBBOR S N M A B EIR I IEQPCR, WRRA =4 1%qPCR, HFEEIRK/IENf

JEI—2#72°C 30%), BEREESED, cIIEIANX —SEIL40MEIARTAT,

SE R
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1. NAZ51¥R:
] = B AR (2B
QHO00001 Human ACTB gqPCR Primer Pair 200/1000/5000¢%
QHO00005 Human B2M gPCR Primer Pair 200/1000¢X
QHO00009 Human GAPDH qPCR Primer Pair 200/1000/5000¢X
QHO00013 Human GUSB gPCR Primer Pair 200/1000/%
QHO00017 Human HCK gPCR Primer Pair 200/1000¢X
QH00021 Human HMBS gPCR Primer Pair 200/1000X
QH00025 Human HPRT1 gPCR Primer Pair 200/1000X
QHO00029 Human HSP90AA1 gqPCR Primer Pair 200/1000¢X
QH00033 Human HSP90AB1 qPCR Primer Pair 200/1000¢%
QHO00037 Human LDHA gPCR Primer Pair 200/1000¢%
QH00041 Human NONO gPCR Primer Pair 200/1000¢X
QH00045 Human PGK1 gPCR Primer Pair 200/1000/X
QH00049 Human PPIA qPCR Primer Pair 200/1000¢X
QHO00053 Human RPL30 qPCR Primer Pair 200/1000¢X
QHO00057 Human RPLP0 qPCR Primer Pair 200/1000/5000¢X
QH00061 Human RPLP1 qPCR Primer Pair 200/1000¢%
QH00065 Human SDHA qPCR Primer Pair 200/1000¢X
QH00069 Human TBP qPCR Primer Pair 200/1000¢X
QH00073 Human TFRC gPCR Primer Pair 200/1000¢X
QHO00077 Human YWHAZ qPCR Primer Pair 200/1000¢X
QH00081 Human PPIH qPCR Primer Pair 200/1000¢%
QH00085 Human RPL13A qPCR Primer Pair 200/1000¢%
QHO00089 Human TUBB gPCR Primer Pair 200/1000/5000¢X
QH00093 Human RNA18S5 qPCR Primer Pair 200/1000¢X

¥: #HFFEHGAPDH, RPLPO., ACTB. TUBBFIB2Mf{EHNANZ,

B =F Tk R LR TR, AT A2 A HPRT15L

RNA18SSTEANS, MIRFIHRRSLIRER, LIRS [ nl 22 [5-6].
2. /MRAZ5IN:

T i) R (2ES
QM00002 Mouse Actb qPCR Primer Pair 200/1000/5000¢X
QMO00006 Mouse Rplp0 qPCR Primer Pair 200/1000/5000{%
QM00010 Mouse B2m qPCR Primer Pair 200/1000¢X
QM00014 Mouse Gapdh qPCR Primer Pair 200/1000/5000¢%
QMO00018 Mouse Hck gPCR Primer Pair 200/1000¢%
QM00022 Mouse Hmbs qPCR Primer Pair 200/1000¢X
QMO00026 Mouse Hprt qPCR Primer Pair 200/1000¢X
QMO00030 Mouse Hsp90ab1l qPCR Primer Pair 200/1000¢X
QM00034 Mouse Hsp90aal qPCR Primer Pair 200/1000¢%
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QMO00038 Mouse Ldha qPCR Primer Pair 200/1000¢%
QMO00042 Mouse Pgkl qPCR Primer Pair 200/1000¢X
QMO00046 Mouse Rn18s qPCR Primer Pair 200/1000¢X
QMO00050 Mouse Rpl30 gPCR Primer Pair 200/1000¢X
QMO00054 Mouse Thp qPCR Primer Pair 200/1000¢X
QMO00058 Mouse Tfrc qPCR Primer Pair 200/1000¢%
QM00062 Mouse Rpl13a qPCR Primer Pair 200/1000¢%
QMO00066 Mouse Tubb4a qPCR Primer Pair 200/1000/5000%
QMO00070 Mouse Ywhaz qPCR Primer Pair 200/1000X
QMO00074 Mouse Nono qPCR Primer Pair 200/1000¢X
QMO00078 Mouse Rplpl qPCR Primer Pair 200/1000¢X
QMO00082 Mouse Ppih qPCR Primer Pair 200/1000¢%
QM00086 Mouse Sdha qPCR Primer Pair 200/1000¢%
QMO00090 Mouse Gusb qPCR Primer Pair 200/1000¢X
QMO00094 Mouse Ppia qPCR Primer Pair 200/1000/X

¥ M7 (ERIGapdh, Rplp0. Actb, TubbMIB2m{ENNZ:, (HAIGIX = #CMEiESRER, oA AI HprtlstRn18s
TERNS, JREIHE SRR, A8 M 2R [5-6].
3. HLAZIDNA (gDNA)3|#% (A T gDNATS ki)

P S P AR g
QHO00101 Human HGDC Primer Pair 200/1000¢%
QMO00098 Mouse MGDC Primer Pair 200/1000¢%

i£: To obtain reliable gPCR data, genomic DNA contamination should be tested by qPCR with genomic DNA
contamination primer pair [7]o
4. SYBR Green qPCR Mix 2 FE# :

FTUB337-5bxs

BeyoGold™ %t E #PCRA96FLAR(0.2ml, 4814, B

iR s FE AR (kS
D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml
D7262 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX) 1/5/25ml
D7265 BeyoFast™ SYBR Green qPCR Mix (2X, High ROX) 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step gRT-PCR Kit 100/500¢X
D7501 BeyoFast™ SYBR Green qPCR Mix (2X, Bhi54%) 1/5/25ml
D7503 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX, Fji5 §+%) 1/5/25ml
57507 BeyoFast™ SYBR Green qPSJj) Mix (2X, High ROX, Biji5 4% 1/5/25ml
il
D7509 BeyoFast™ SYBR Green One-Step qRT-PCR Kit ([}ii5 4+7) 100/500%K
FASAO011-1pc BeyoGold™H R IE IR 14/4R
FSF002 ®ICE BPCRAIRE(ABIZ72) 20/ /e
FSF035-100pcs BeyoGold™ e & PCR A BRI BUR) 1007 /Eu4%
FSF039-20pcs BeyoGold™ e s PCRA BRI (B, BECT9345) 207 /0%
FSF039-100pcs BeyoGold™»&EE & PCRA SRS (B, 3147 4%) 1007 /fus
FTUB325-1box BeyoGold™ qPCR/\BXHFE (0.2ml, -2, 1EH) 1258k/&
FTUB325-10bxs BeyoGold™ qPCR/\BXHEE (0.2ml, 2%, JEH) 12588, 102/
FTUB333 Wt E BEPCRA6FLIR (ABIJF %) 20 /%t
FTUB384 PO B PCRAI 3844 (ABI4) %) 207/ %
FTUB335-1box BeyoGold™Z . E &PCRAII6FLAR(0.2ml, JotRid, 17EHA) 100N /8
FTUB335-5bxs BeyoGold™Z i &PCRAI6FLAR(0.2ml, otz #EHH) 101N/ &, S&/5
FTUB337-1box BeyoGold™ )& & PCRAI96FLAR (0.2ml, 4R34, iEHA) 104N/&
( )

101N/ &, S&/4
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